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ABSTRACT
The population genetics of P. lucasi was inferred using 1,061 base pairs (bp) of the 
Cytochrome b mitochondrial gene. $WRWDORILQGLYLGXDOVZHUHFODVVL¿HGa priori 
according to their localities, namely, Miri, Kuching, Sri Aman and Kelantan.  Results 
showed that the populations of P. lucasi were separated into two haplogroups, namely, 
Haplogroup 1 (found in Miri and Kuching populations) and Haplogroup 2 (Miri, Kuching, 
Sri Aman and Kelantan populations).  This separation was supported by bootstrap values 
LQWKHSK\ORJHQHWLFVDQDO\VHVLQWKHPD[LPXPOLNHOLKRRGDQGLQ%D\HVLDQ
A high level of genetic divergence was detected between two haplogroups (3.88%) and 
this separation could be related to historical events which include multiple colonisation 
DQG3OHLVWRFHQHUHIXJLDGXULQJWKH/DVW*ODFLDO0D[LPXPLFHDJHSHULRG+LJKJHQHWLF
GLYHUJHQFHZLWKLQ0LULDQG.XFKLQJSRSXODWLRQVFRXOGEHGXHWRWKH
presence of   a species complex within the P. lucasi populations.  The presence of haplotypes 
from both the populations in Haplogroup 1 and Haplogroup 2 might be due to the ability of 
WKLVSDUWLFXODUVSHFLHVRIEDWVWRSHUIRUPORQJGLVWDQFHÀLJKWIRUIRUDJLQJ$KLJKJHQHÀRZ
EHWZHHQWKHVHSRSXODWLRQVVXJJHVWVDZLGHVSUHDGIHPDOHJHQHÀRZRIP. lucasi, judging 
from the distance of both localities.  Meanwhile, the absence of a deep structure from the 
haplotype trees further proves that P. lucasi may have had a wide dispersal ability since the 
Pleistocene has allowed for genetic exchange to occur between the regions in Malaysia.
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INTRODUCTION
An understanding of a species population 
structure typically provides significant 
